Table S4. Parameters corresponding to the drug targets in Figure 5 and 7.

	Mechanism
	Parameter

	assembly of RdRp-complexes
	
[image: image1.wmf]RdRp

k

 

	binding of M1 to nuclear vRNPs
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	binding of RdRp to viral RNAs
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	cRNA synthesis
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	encapsidation of viral RNAs by NP
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	endocytosis of virions
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	fusion with endosomes
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	nuclear export of viral genomes
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	nuclear import of viral genomes
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	viral mRNA synthesis
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	viral protein synthesis
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	virus binding to high-affinity sites
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	virus binding to low-affinity sites
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	virus assembly/release
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	vRNA synthesis
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	splicing of mRNAs for M2
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	splicing of mRNAs for NEP
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