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	Interaction
	PDB Chains
	Template Used in Prediction
	Predicted Energy
	Verification

	IL1b
	IL1R1
	4depAB
	1itbAB
	-77.28
	Yes

	IL1R1
	IL1RAP
	4depBC
	4depBC
	-45.84
	Yes

	IL1b
	IL1RAP
	4depAC
	3o4oAB
	-64.31
	Yes

	NF-kBp105
	NF-kBp65 (NFKB3)
	3gutAB
	1my7AB
	-111.25
	Yes

	c-Jun
	c-Fos
	1fosEF
	1sfkCD
	-57.45
	Yes

	IKKa/b
	IKKg
	3brtAB
	2w4912
	-88.01
	Yes

	NF-kBp50
	NF-kBp65
	1nfiAB
	1my7AB
	-124.37
	Yes

	IkBa
	NF-kBp65
	1nfiAE
	1nfiCE
	-78.15
	Yes

	IkBa
	NF-kBp50
	1nfiDE
	3f8hAB
	-15.86
	Yes 

	MAPKp38a
	MAPKAPK2
	2onlAC
	2onlAC
	-78.01
	Yes

	IRAK2
	IRAK4
	3mopKG
	3mopJN
	-25.62
	Yes

	MYD88
	IRAK4
	3mopFJ
	3mopFJ
	-24.11
	Yes

	JNK3
	ATF2
	4h36AB
	
	
	No interaction - Peptide

	MKK6
	MAPKp38a (MAPK14)
	2y8oAB
	-
	-
	No interaction - Peptide

	ERK2
	MNK1
	2y9qAB
	-
	-
	No interaction - Peptide



