Bacteroides sp. 9_1_42FAA
Bacteroides uniformis ATCC 8492
Bacteroides sp.2_2_4
Parabacteroides sp. 20_3
Alistipes putredinis DSM 17216
Bacteroides sp. 1_1_6
Bacteroides sp. 1_1_30
Bacteroides coprocola DSM 17136
Bacteroides intestinalis DSM 17393
Faecalibacterium prausnitzii L2—-6
Eubacterium rectale M104/1
Faecalibacterium prausnitzii A2-165
Faecalibacterium cf. prausnitzii KLE1255
Roseburia inulinivorans DSM 16841
Bacteroides finegoldii DSM 17565
Bacteroides caccae ATCC 43185
Faecalibacterium prausnitzii SL3/3
Ruminococcus sp. 5_1_39BFAA
Parabacteroides merdae ATCC 43184
Bacteroides stercoris ATCC 43183
Bacteroides fluxus YIT 12057
Bacteroides plebeius DSM 17135
Alistipes shahii WAL 8301
Bacteroides eggerthii 1_2_48FAA
Roseburia intestinalis XB6B4
Odoribacter splanchnicus DSM 220712
Bacteroides coprophilus DSM 18228 = JCM 13818
Ruminococcus torques L2-14
Ruminococcus bromii L2-63

Roseburia hominis A2-183
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