
 

Table S1. Diffusing protein parameters for spatial-stochastic simulations. 
 

Molecular 
species 

Initial 
number Diffusion rate Estimated size 

(including GFP) Reference 

GFP - - (W x L) 
2.4 x 4.2 nm [1] 

TetR-GFP 5000 @ 
nucleoplasm 1.9 µm2/s 4 nm (8 nm) [2] 

NPC 
(Nup49-GFP) 

150 @ 
periplasm 0.2 µm2/s 98 nm [3] 

Nsg1-GFP 1900 @ 
ONM 0.3 µm2/s ~ 4.2 nm (8 nm) [4] 

GFP-Src1 2100 @ 
INM 0.3 µm2/s ~ 6 nm (10 nm) [4] 
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