(A)

Fraction of observed mutations
(normalised by sequence content)

AT (1.2%)
C—A (0.9%)
C—G (0.4%)

Number of observed mutations (B)

A-T (21)
C—A(13)

A—C (33) — A—C (1.9%) —
TG (22)— Transitiop: T-G (2.0%) Transitiop:
Transversion Transversion
Ratio = 9.7 Ratio = 8.1

G—-C (0.1%)

G—T (3.2%)
T—A (1.2%)

T—A (13)



