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Figure S1: The distributions of untransformed BAF (top) and mirrored
BAF (bottom) at heterozygous markers in normal regions (blue color)
and allelic imbalanced regions for various magnitudes of allelic imbal-
ance. As the magnitude of allelic imbalance decreases, the distribution of mirrored
BAF deviates more from normality. Compared to using the untransformed BAF,
the critical value of a one-side test using the mBAF is greater; the area under the
alternative density (power) is smaller. Compared to that of untransformed BAF,
the ratio of Al state density of mBAF to normal state density of mBAF, at a typ-
ical value for AI state, is smaller; therefore the hidden Markov model posterior
probability for being in an AT state, at markers in AT regions, is smaller.



