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Figure S5. Expressnon measurements of lineage specification markers after knockdowns in mESCs
Plots show the relative fold-change for 40 lineage marker genes after knockdowns by Esrrb-shRNA (A) and Jarid2-shRNA (B). Pie

charts display each slice with radius proportional to the number of lineage specific genes with more than two fold-changes as
compared with the controls. All values were normalized by the expression of Gapdh.



