Connectivity

Single cell expression

Nodel| Node2| Node3 Nodel| Node2| Node3
Nodel 0 0 1 Celll 1 1 1
Node2 0 0 1 Cell2 1 0 0
Node3 0 0 0 Cell3 0 0 0
Cell4 0 1 0
B
Node1 Node2 Node1 Node2 Node1 Node2
KD KD KD KD KD KD
Nod - Nodel Nodel
Nod Node2 Node2
Nod .. Node3 Node3
Down No change Up -3 -2-1 01 2 3 | Ag.re.e ‘Dlisalgree
Nodel | Node2 Nodel | Node2 Nodel | Node2
KD KD KD KD KD KD
Nodel -1 0 Nodel -2 0.2 Nodel | 0.88 0.69
Node2 0 -1 Node2 | -0.1 -2 Node2 | 0.71 | 0.88
Node3 -1 -1 Node3 -2 -2.1 Node3 | 0.88 | 0.89
(1) (I1) (111)
Score = (Sum(Table 111)/6)*100% = 82%
C  Singlecell expression Node1 Node2
KD KD
Nodel| Node2| Node3 Nodel | Node2
Cell1 1 0 1 Nodel (1) KD KD
Cell2 1 0 1 Node2 Nodel| 0.88 | 0.69
Cell3 0 0 0 Node2 | 0.71 | 0.88
Cell4 0 1 1 Node3 Node3 | 0.27 | 0.25

(A) A pseudo directed network with three nodes. The connectivity table represents the adjacency matrix underlying the network and

Score = (Sum(Table I11)/6)*100% = 61%

Figure S7 Illustration of quantifying agreement between simulation and experiment results

the single cell expression table represents pseudo binary expression level of the three nodes in four individual cells. (B) Heatmaps

(upper) were generated the same way as in Figure 2-14, with the corresponding tables (lower) representing the underlying values. A
score is calculated the same way as the relative accuracy score of the y-axis in Figure 2-18. (C) Three entries (grey) of the single cell

expression data were flipped and used as input for learning the regulatory logic. The heatmap and the corresponding table were
generated the same way as in 111 of B.




